Assignment VIII 
Bootstrapping and Consensus
Last week you compiled ten 18S ribosomal DNA sequences from completely sequenced mitochondria of Magnoliophyta. For the same ten species and an appropriate outgroup (close to Magnoliophyta but not within the Magnoliophyta), compile complete 5S ribosomal DNA and 26S ribosomal DNA sequences. 


a. For each of these three RNA-specifying genes, infer phylogenetic relationships by using Neighbor-Joining with 1000 bootstrap replications. 
b. Construct the majority-rule consensus tree for the three NJ trees.

c. List all congruent parts in the tree. 

d. Compare the NJ tree of the 18S to the one you constructed last week (without the outgroup). Is the location of the root different than the one inferred by the mid-point method? 
